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BIOTECHNOLOGY 
SYSTEMS 
BRANCH 



RAW SEQUENCE LISTING 
ERROR REPORT 

The Biotechnology Systems Branch of the Scientific and Technical InformatioTfCHCEA/fEfl ignn/p 
Center (STIC) detected errors when processing the following computer readable ^ 
form: 





Serial Number: 




Application 
Source: 

Date Processed by STIC: 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY 
EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT 
COMMUNICATION TO THE APPLICANT, WITH A NOTICE TO COMPLY 
or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, 
WITH A NOTICE TO COMPLY 

FOR FURTHER INFORMATION, PLEASE TELEPHONE MARK SPENCER, 
703-308-4212. 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 

Checker Version 3.0 

The Checker Version 3 .0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 ^ well as World Intellectual 
Property Organization (WIPO) Standard ST. 25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 

http://www.uspto.gov/web/offices/pac/checker 
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RAW SEQUENCE LISTING DATE: 10/10/2000 

PATENT APPLICATION US/09/450,651 TIME: 23:48:40 



This Raw Listing contains tiie General 
Information Section and up to the first 5 pages. 



INPUT SET: S35989.m\iP^^ ^^'^^Pf) 



Does Not Comply 
SEQUENCE LISTING CorrGcted Diskette Needed 



General Information : 



(i) APPLICANT: f /my^nrL//^-- oM A^b^^ 

(A) NAME; PIG IMPROVEMENT COMPANY '^UK LIMITED — " - ^ 



(D) STREET ; 100 GEORGE OTREET ^..^-£^^Ct*>t 

(C) GITVi LONDON J 

(D) gTATE ; LONDON 

(E) COUNTRY i ENGLAND 

— (F) POSTAL CODE (gIP) : WIH 5R1D J ' 2) 

(A) NAME ; ANDERSSON, LEIP / 

(D) STREET! MBLIGA IID ^ 

(C) CITY ! DERQAOATAN 30 

(D) STATE ; UPPSALA 

(E ) COUNTRY: SWEDEN 

■ (F) POSTAL CODE (HIP)! 0 753 30 - 

(ii) TITLE OF INVENTION: METHODS FOR ANALYSING ANIMAL PRODUCTS d^^dJl t^iS^^^tC 
(iii) NUMBER OF SEQUENCES; 50 ^ ^^^^^^^^ *^^^\ -t^^ 

fft-rr COMPUTER READABLE FORM: SSvite: \ £ t aJ » I 

(A) MEDIUM TYPE: Floppy disk i Z^^^S^'^^ - | ^A^W*^ 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS ^ ^ /v£'^^W>^lA^ 

(D) SOFTWARE: Patentin Release #1.0, Version #1,3oQepO/ A/\ ^ U S 

'l)f^) CURRENT APPLICATION D ATA; 

-a frt) APPLICATION NUMBER: PCT/GB98/015 3r > fv' vmn^ 

i nfo^rM^^^^^^ no; 1? I ^Pl/(Mwai mm: 

(i) SEQUENCE CHARACTERISTICS: /ti^ 1^^^^'^'^ ^^^^^^ ^ 

(A) LENGTH: 33 base pairs {w) flL/Al^ O^fE^l 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: other nucleic acid 

(A) DESCRIPTION: /desc = "PRIMER" 



^ US, c^a^i^ 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/450,651 



DATE: 10/10/2000 
TIME: 23:48:41 



INPUT SET: S35989,raw 

47 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 

48 

4 9 TGTAAAACGA CGGCCAGTRG TGCCTGGAGG TGT 3 3 
50 

51 (2) INFORMATION FOR SEQ ID NO: 2: 
52 

5 3 (i) SEQUENCE CHARACTERISTICS: 

54 (A) LENGTH: 24 base pairs 

55 (B) TYPE: nucleic acid 

5 6 (C) STRANDEDNESS: single 

57 (D) TOPOLOGY: linear 

58 

59 (ii) MOLECULE TYPE: other nucleic acid 

60 (A) DESCRIPTION: /desc = "PRIMER MSHR REVERSE 5" 
61 

62 
63 

64 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

65 

66 CGCCCAGATG GCCGCGATGG ACCG 24 
67 

68 (2) INFORMATION FOR SEQ ID NO: 3: 
69 

7 0 (i) SEQUENCE CHARACTERISTICS: 

71 (A) LENGTH: 24 base pairs 

72 (B) TYPE: nucleic acid 

7 3 (C) STRANDEDNESS: single 

74 (D) TOPOLOGY: linear 

75 

76 (ii) MOLECULE TYPE: other nucleic acid 

77 (A) DESCRIPTION: /desc = "Primer" 
78 

79 
80 
81 

82 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

83 

84 CGGCCATCTG GGCGGGCAGC GTGC 24 
85 

86 (2) INFORMATION FOR SEQ ID NO: 4: 
87 

88 (i) SEQUENCE CHARACTERISTICS: 

89 (A) LENGTH: 24 base pairs 

90 (B) TYPE: nucleic acid 

91 (C) STRANDEDNESS: single 

92 (D) TOPOLOGY: linear 
93 

94 (ii) MOLECULE TYPE: other nucleic acid 

95 (A) DESCRIPTION: /desc = "Primer" 
96 

97 
98 
99 
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100 
101 
102 
103 
104 
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120 
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123 
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RAW SEQUENCE LISTING DATE: 10/10/2000 

PATENT APPLICATION US/09/450,651 TIME: 23:48:41 

INPUT SET: S3 5989. raw 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 
GGAAGGCGTA GATGAGGGGG TCCA 24 
(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(A) DESCRIPTION: /desc = "Primer" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 
GCACATCGCC CGGCTCCACA AGAC 24 
(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(A) DESCRIPTION: /desc = "PRIMER MSHR REVERSE 3" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 
GGGGCAGAGG ACGACGAGGG AG AG 24 
(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(A) DESCRIPTION: /desc = "PRIMER LA93" 



PAGE: 4 RAW SEQUENCE LISTING DATE: 10/10/2000 

PATENT APPLICATION US/09/450,651 TIME: 23:48:42 

INPUT SET: S35989.raw 

15 3 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 
154 

155 GAGCAGCCCC TACCCCGGAA TGCCAGTTGA 30 
156 

157 (2) INFORMATION FOR SEQ ID NO: 8: 
158 

159 (i) SEQUENCE CHARACTERISTICS: 

160 (A) LENGTH: 40 base pairs 

161 (B) TYPE: nucleic acid 

16 2 (C) STRANDEDNESS: single 

16 3 (D) TOPOLOGY: linear 
164 

165 (ii) MOLECULE TYPE: other nucleic acid 

166 (A) DESCRIPTION: /desc = "PRIMER KIT56" 
167 

168 
169 

170 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 

171 

172 CTTTAAAACA GAACATAAAA GCGGAAACAT CATGCGAAGG 40 
173 

174 (2) INFORMATION FOR SEQ ID NO: 9: 
175 

17 6 (i) SEQUENCE CHARACTERISTICS: 

177 (A) LENGTH: 24 base pairs 

178 (B) TYPE: nucleic acid 
17 9 (C) STRANDEDNESS: single 
180 (D) TOPOLOGY: linear 

181 

182 (ii) MOLECULE TYPE: other nucleic acid 

183 (A) DESCRIPTION: /desc = "Primer" 
184 

185 
186 
187 

188 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 

189 

190 CGCCCAGATG GCCGCGATGG ACCG 24 
191 

192 (2) INFORMATION FOR SEQ ID NO: 10: 
193 

194 (i) SEQUENCE CHARACTERISTICS: 

195 (A) LENGTH: 27 base pairs 

196 (B) TYPE: nucleic acid 

197 (C) STRANDEDNESS: single 

198 (D) TOPOLOGY: linear 
199 

200 (ii) MOLECULE TYPE: other nucleic acid 

201 (A) DESCRIPTION: /desc = "Primer" 
202 

203 
204 
205 
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229 
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231 
232 
233 
234 
235 
236 
237 
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RAW SEQUENCE LISTING DATE: 10/10/2000 

PATENT APPLICATION US/09/450,651 TIME: 23:48:42 

INPUT SET: S35989.raw 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 
TGCGCTACCA CAGCATCGTG ACCCTGC 27 
(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(A) DESCRIPTION: /desc = "Primer" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 
GTAGTAGGCG ATGAAGAGCG TGCT 24 
(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(A) DESCRIPTION: /desc = "Primer" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 
CTGCCTGGCC GTGTCGGACC TG 22 
(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(A) DESCRIPTION: /desc = "Primer" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 
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SEQUENCE VERIFICATION REPORT 

PATENT APPLICATION US/09/450,651 



DATE: 10/10/2000 
TIME: 23:48:42 



INPUT SET: S3 5989. raw 



Line 


Error 


Original Text 




ividiiudLory Value inoi rrebeni 


{\\ APPT TP AWT' 


6 


Unknown or Misplaced Identifier 


(A) NAME: PIG IMPROVEMENT COMPANY UK LIMIT 


7 


Unknown or Misplaced Identifier 


(B) STREET: 100 GEORGE STREET 


8 


Unknown or Misplaced Identifier 


(C) CITY: LONDON 


9 


Unknown or Misplaced Identifier 


(D) STATE: LONDON 


10 


Unknown or Misplaced Identifier 


(E) COUNTRY: ENGLAND 


11 


Unknown or Misplaced Identifier 


(F) POSTAL CODE (ZIP): WIH 5RH 


13 


Unknown or Misplaced Identifier 


(A) NAME: ANDERSSON, LEIF 


14 


Unknown or Misplaced Identifier 


(B) STREET: M ELI C A HE 


15 


Unknown or Misplaced Identifier 


(C) CITY: BERGAGATAN 30 


16 


Unknown or Misplaced Identifier 


(D) STATE: UPPSALA 


17 


Unknown or Misplaced Identifier 


(E) COUNTRY: SWEDEN 


18 


Unknown or Misplaced Identifier 


(F) POSTAL CODE (ZIP): S-752 39 
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SEQUENCE MISSING ITEM REPORT 

PATENT APPLICATION US/09/450,651 



DATE: 10/10/2000 
TIME: 23:48:42 



INPUT SET: S3S989.raw 



ADDRESSEE 

STREET 

CITY 

STATE 

COUNTRY 

ZIP 

CORRESPONDENCE ADDRESS 
APPLICATION NUMBER 
FILING DATE 
CLASSIFICATION 
APPLICATION NUMBER 
FILING DATE 

PRIOR APPLICATION DATA 



